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KEW BULLETIN
VOL. 26(3) The other genus with x = 7 is Protarum Engl., P. sechellarum Engl. having 2n = 28 medium-sized chromosomes. (Fig. 2/2, p. 402 .) It has not previously had its chromosomes counted.
26(3)
The genus Biarum presents a very curious assortment of basic numbers (Table I) It is of interest that in the complement of some genera in this tribe there are chromosomes with heterochromatic ends (H -segments). These are clearly seen in Biarum and Dracunculus (Figs. 1/3 and 1/5) but are less obvious in Arum. (Fig. 1/2 .)
The genus Cryptocoryne Fisch. ex Wydl. is entirely aquatic. It contains a great variety of basic numbers (Table I) Another aquatic and closely related genus Lagenandra Dalz., is based on x = 9 with small chromosomes. Four species (Table I) Three species of Pinellia Tenore, P. pedatisecta Schott, P. wawrae Engl. and P. tripartita (Bl.) Schott are based on x = 13 with 2n = 26 (Plate 5/4) for the first two and 2n = 52 (Fig. 2/1 ) for the last (Table I) 
DISCUSSION
This large tribe does not appear to be characterized by any one basic number, though x = 7 and x = 13 occur with relatively high frequency. Since x = 13 is probably secondarily derived from x = 7, the genera with these two base numbers group together quite well on both cytological and taxonomic grounds. However, there are those genera with base numbers which do not conform, namely Humbertina, Typhonium, Biarum, Cryptocoryne and Lagenandra. The two latter are considered closely related by Engler (1920) and indeed some species of Cryptocoryne do have a base number of x = 9 which occurs in Lagenandra. Some genera, particularly Cryptocoryne and Biarum, show a wide variation in basic number between species, and with no obvious numerical relationships. They could be evolving relatively rapidly. Further generic affinities can be considered in the next and final paper on this family.
